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Abstract:  With Fusarium solani as indicator, 5 antagonistic bacteria were screened from the rhizosphere of
capsicum in Guizhou and were named as SC2,SC2-4,SC2-4-1,SC2-4-2,and SC2-4X, respectively. They have a
broad- spectrum antimicrobial activity and can antagonize Fusarium oxysporum f. sp. cucumerinum Pseudoperonospora
cubensis, Botrytis cinerea Pers and Botrytis cinerea. Isolates SC2, SC2-4-2,and SC2-4X were identified as Paenibacillus
polymyxa and isolates SC2-4 and SC2-4-1 were identified as Bacillus subtilis by morphological test, physiological and
biochemical tests and 16S rDNA sequence analysis. The isolate SC2 probably produce antimicrobial protein or peptides.
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